Abstract
Introduction
Marine sponges are one of the rich sources of highly diverse microbial communities, including more than ten bacterial phyla (such as Proteobacteria, Actinobacteria, Nitrospira, Chloro exi, lanctomycetes, Cyanobacteria, Acidobacteria), major lineages of Archaea and a range of unicellular eukaryotes like diatoms and dino agellates. ese organisms as a whole are potentially useful because of their extensive metabolic diversity, including nitri cation, photosynthesis, anaerobic metabolism and secondary metabolite production. However, the exact nature of the interactions between sponges and microbes is still an enigma to the scientists if the interaction is predation or parasitism or other types of symbiosis (Vasanthabharathi and Jayalakshmi, 2012 
